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 All participants will be muted during the presentation.

* Please ask your questions in the chat box throughout the presentation.
* We will answer questions at the end of the presentation.
* If clarification is needed for your question, | will unmute you so that
you can provide additional details.

* The webinar slides and a recording will be available shortly after its
conclusion.

 CME is available for attending the webinar or watching the recording.

* If you are watching in a group setting, please make sure you register for
the webinar and complete the evaluation as an individual to receive
CME credit.



Continuing Medical Education 4\ | wastncron

. ,\ r~ | Medical

y | Commission

Licensing. Accountability. Leadership.

v

* Accreditation Statement - This activity has been planned and implemented in
accordance with the accreditation requirements and policies of the Accreditation
Council for Continuing Medical Education (ACCME) through the joint providership of
the Federation of State Medical Boards and the Washington Medical Commission.
The Federation of State Medical Boards is accredited by the ACCME to provide
continuing medical education for physicians.

* Credit Designation Statement - The Federation of State Medical Boards designates
this live activity for a maximum of 1.0 AMA PRA Category 1 Credit™. Physicians
should claim only the credit commensurate with the extent of their participation in
the activity.
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The Washington Medical Commission gratefully acknowledges the unrestricted educational grant from the FSMB
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As an organization accredited by the ACCME, the Federation of State Medical Boards (FSMB) requires that the
content of CME activities and related materials provide balance, independence, objectivity, and scientific rigor.
Planning must be free of the influence or control of a commercial entity and promote improvements or quality in
healthcare. All persons in the position to control the content of an education activity are required to disclose all
relevant financial relationships in any amount occurring within the past 12 months with any entity producing,
marketing, re-selling, or distributing health care goods or services consumed by, or used on patients.
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participants can form their own judgments with full disclosure of the facts. Participants will be asked to evaluate
whether the speaker’s outside interests reflect a possible bias in the planning or presentation of the activity.

The speakers, course director and planners at the Federation of State Medical Boards and Washington Medical
Commission have nothing to disclose.



SARS-CoV-2

Member of the coronavirus family, along with
229E, NL63, OC43, HKU1, MERS-CoV, and the
original SARS-CoV.

positive-sense single-stranded RNA virus (+ssRNA)
~30,000 bp genome

Encode a proofreading 3'-to-5' exoribonuclease, thus
mutation rate is low

four structural proteins: S (spike), E (envelope), M
(membrane), and N (nucleocapsid)

The causative agent of Coronavirus disease
2019 (COVID-19), first identified in December 2019
in Wuhan, China,
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Current US case rates

Hot spots Total cases Deaths Per capita

Average daily cases per 100,000 people in past week

8 24 40 56 Few or no
cases

Double-click to zoom into the map.
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US distribution of cases

Hot spots Total cases Deaths Per capita
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Double-click to zoom into the map.
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Existing capabilities would have allowed discovery of SARS-CoV-2

ACCEPTED MANUSCRIPT
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The first UW SARS-CoV-2 genomes

You Retweeted

Nextstrain @nextstrain - Mar 5 v
Thanks to rapid data sharing by @UWVirology via gisaid.org, we've
updated the site with 2 additional #SARSCoV2 genomes from Washington

State. These group with other locally acquired viruses into a single cluster.
nextstrain.org/ncov?label=cla...
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Sequencing provides understanding of COVID-19 spread

20 Cases
19 COPH
5 SCCPHD
5 UCSF

.

+ Nasaphanygealiorapharyngeal
swab collsction

* RNA extraction

+qRT-PCR

—

2019-Dec-03 201%-Dec-24 2020-Jan-15 2020-Feb-05 2020-Feb-26

Figure 2. Phylogeny of 346 SARS-CoV-2 viruses collected from Washington State (red circles) on a
background of globally collected viruses. Clustering of related viruses indicates community transmission
after an introduction event. In addition to the estimated January introduction of the large outbreak clade
we see later introduction events (marked by arrows) resulting in smaller community outbreaks.

Cryptic transmission of SARS-CoV-2 in Washington State
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Genomic surveillance reveals multiple introductions of
SARS-CoV-2 into Northern California
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Spread of COVID-19 to US east coast

Global SARS-COV -2
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Coast-to-Coast Spread of SARS-CoV-2
during the Eary Epidemic in the United States
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Issues around COVID-19 diagnosis

Public health containment of COVID-19 will
depend on provision of actionable information
to this currently unserved population.

Population at risk of

COvID-19
Public health containment of COVID-19 will

depend on provision of actionable information
to this underserved population.

N\ Untested
population

KEY CHALLENGES J

* | imited number of
definitive tests available

* Limited number of
testing facilities available

* Limited number of
human resources to run tests

* Limitations on reagents
and other material goods to
conduct tests

Population receiving
actionable COVID-19

* Uncertainty about comparability test results
and interpretation of test results

Figure 1. Critical gaps in population-level COVID-19 testing.

Illustration of contemporary challenges in providing testing to support public health containment of COVID-19 and key populations that are currently unserved or
underserved by testing.
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‘All In’: a pragmatic framework for
COVID-19 testing and action on a
global scale

syril D Pettit™ @, Keith R Jerome?, David Rouquié®, Bernard Mari* @, Pascal Barbry* @, Yasunari
Kanda®, Mineo Matsumoto®, Susan Hester’, Leah Wehmas’, Jason W Botten® @ & Emily A Bruce®®



Regulatory hurdles prevented early SARS-CoV-2 testing in the US

NEW YORKER
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March 16, 2020
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In February, as a first set of covip-19 test kits sent out by the Centers for Disease Control failed to work
properly, labs around the country scrambled to fill the void. Photograph Courtesy the C.D.C.

n February 5th, sixteen days after a Seattle resident who had visited
O relatives in Wuhan, China, was diagnosed as having the first confirmed
case of covinp-19 in the United States, the Centers for Disease Control, in
Atlanta, began sending diagnostic tests to a network of about a hundred state,
city, and county public-health laboratories. Up to that point, all testing for



UW Virology was one of the first academic labs in the US to test for
SARS-CoV-2

UW Medicine gets green light to test for coronavirus

March 4, 2020 at 5:30 pm | Updated March 5, 2020 at 12:35 am f F B
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\ Shots HEALTH NEWS FROM NPR

" When Coronavirus Struck Seattle, This
. Lab Was Ready To Start Testing

B March 5, 2020 5:53 PM ET

= A -on samiToN

3 10f3 | Amedical lab scientist at UW Medicine in Seattle shows a collected nasal swab sample from Washington
to be tested for the novel... (Ken Lambert / The Seattle Times) More ~




Assay validation: sample types, stability, and quantitation

Contents lists avadlable at Sciencelirect
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Garrett A, Perchetti’, Arun K. Nalla®, Meei-Li Huang", Haiying Zhu", Yulun Wei", - E 18000
Larry Stensland’, Michelle A. Lopriena”, Keith R. Jerome™", Alexander L. Greninger™"
1000
Journal of -
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Home Articles For Authors About the Journal Subscribe
Stability of SARS-CoV-2 in PBS for Molecular Detection
Garrett A, Perchettl, Moei-Li Huang, Vikes Paddu, Keth R, Jerome, Alsxander L Graninger
DOE: 10, 1178UCM 09084-20
Y 129 (200
Contents lsts available ar SciciceDirect
Journal of Clinical Virology
ELSEVIER jeurnal wew.clsevier ji
Short communication
Multiplexing primer/probe sets for detection of SARS-CoV-2 by qRT-PCR
Garrett A. Perchetti’, Arun K. Nalla®, Meei-Li Huang", Keith R. Jerome™",
Alexander L. Greninger "
Table 1
Limits of detection for SARS-CoV-2 by specimen type.
Sample Type Table 1
Clinical LDT CT comparison to triplex assay.
NP Swab BAL Sputum Plasma osF Stoal** PBS VIM/AUTM HBSS (Hanks)
) Target Mean Cy Median Cy Range Cy
Target NI N2 N1 N2 NI Nz NI N2 N1 N2 NI Nz N1 N2 NI N2 NI N2 At LoD
Dilution 165 265 1e5 25 1es 1€5  5e4 165 1e5 16 1e5 1e5 15 1e5 165 1e5 165 1e5 -
Copies/ Reaction® 10 5 0 5 10 10 20 10 10 1 10 10 10 10 10 10 0 10 N1 LDT 24.0 23.0 14.0-36.3
Mean €y 18 351 338 354 M5 IS4 344 M9 IS5 36 387 82 35 M8 ME M 48 s N1 Triplex 23.1 22.2 13.7-36.5
Pos. Detected 20020 20020 20020 20/20 1920 1920 20020 20020 1920 20020 20020 20020 20020 2020 2020 20020 20020 20/20 N2 LDT 24.0 23.0 13.8-39.5
Dilution 25 S€5 265 5e5 1e6 166 165 265 265 167 1€6 1e6 265 25 166 1e6 1e6 166 Beyond LoD} g
Copies/ Reaction* 5 2 s 2 1 1 10 5 5 0.1 1 1 5 5 1 1 1 1 N2 Triplex 254 249 14.0-39.6
Mean Cr 359 364 356 369 35 32 354 365 365 383 31 w8 357 364 T2 IS S5 36.1
Pos. Detected 1820 17/20 1820 16/20 &/20 1420 17/20 1820 1420 /20 5/20 20 1820 1820 7/20 1420 17/20 1820 Abbreviations: Cy, cycle threshold, LDT, laboratory developed test.
Unique Specimens 77 104 a7 100 100 60 MAA NA NA Specificity - . . - .
Unique Respiratory Pos. 20 2 16 NA WA N7k NA /A N/A Positive or inconclusive SARS-CoV-2 samples (n = 183) tested by triplex have
comparable mean and median Cy values to LDT.
Abbreviations: NDET, Not detected; CT, cycle threshold; NP nasopharyngeal; BAL, bronc lavage; PBS, phosp buffered saline; VTM, viral transport medium; UTM, universal transport medium; HBSS, Hanks'

balanced buffer solution; CSF, cerebral spinal fluid; rxn, reaction.

Conversion of coples/rxn to coples/ml is a factor of 50.

*Estimated copies/nm were quantified using digital droplet PCR of SARS-CoV-2 dilutions series in duplicates.

**Stool serial dilutions are adjusted as 20 ul of stool sample was already diluted with 180uL STAR buffer for extraction (1:10 dilution).



False negatives are rare with SARS-CoV-2 RT-PCR

SARS-CoV-2 RT-PCR Discordance Within 7 Days of Negative Initial Test
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Woashington state flattened the curve

Figure. SARS-CoV-2 Positivity Rates and Amount of Samples Tested at Outpatient and Emergency Department Settings in Washington State
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Expanding access to COVID testing: sample pooling
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Pooling of SARS-CoV-2 samples to increase molecular testing throughput
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We’'re not done with SARS-CoV-2

UW Medicine i VID-19 Dashboard

Overview

This dashboard shows the overall daily testing volumes for COVID-19 performed at UW Virology in UW Medicine’s Department of Laboratory Medicine. Greater than 95% of the testing volume reported in this dashboard is performed for individuals
whose samples were collected in the state of Washington. We receive test orders from a variety of settings and locations including inpatients, outpatients, employee health, and community health screening settings. This dashboard excludes testing
performed for individuals whose samples we have received for research studies.

Inconclusive and positive results are added together to compute the positivity rate.
Note: Starting on 10/22, the top level counts have been shifted from counting the number of individuals tested to capturing the number of samples tested.

Data Last Updated: 2020-11-03

Total samples tested to date: Total positive/inconclusive samples: Overall test positivity rate:

1,047,994 43,522 4.2%

Daily samples tested on 2020-11-03: Daily positive/inconclusive samples on 2020-11-03 Sample positivity rate on 2020-11-03:

9,560 471 4.9%

Daily Statistics
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Serologic assays for COVID-19 and their utility

Testing for antibody gives a historic record of infection status
Population-based studies of SARS-CoV-2 seroprevalence
Inform public health policy /recommendations

In very select circumstances, as an adjunct to primary diagnosis
Counseling of individuals regarding risk status?

Input into back-to-work and similar decisions?




Desirable characteristics for a SARS-CoV-2 serologic assay

* Good sensitivity

* Excellent specificity

* Correlation with meaningful immunity
* High throughput

* Compatibility with existing instrumentation




Technical aspects of the Abbott SARS-CoV-2 IgG assay

Chemiluminescent microparticle immunoassay (CMIA) used for the qualitative
detection of IgG antibodies to SARS-CoV-2

Specifically detects antibodies to the nucleocapsid protein of SARS-CoV-2

Performed on human serum and plasma using the automated ARCHITECT

iSystem immunoanalyzer.
iSystem analyzers are common in labs throughout the country

Potential throughput of >3000 samples/day/analyzer



Sensitivity of the Abbott SARS-CoV-2 IgG assay
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Specificity of the Abbott SARS-CoV-2 IgG assay
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Assay reproducibility and performance during seroconversion
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Neutralizing antibodies are protective against COVID-19
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Neutralizing antibodies correlate with protection from SARS-CoV-2 in
humans during a fishery vessel outbreak with high attack rate

L. Greninger

DOL: 10.1128CM 0210720

NY Times

Table 2. Summary table of infection status of crew members
for which pre-departure serology testing was performed.
Pre-departure
Neutralizing Ab (+) Neutralizing Ab (-)
Infected 0 103
Not Infected 3 14

On boat

p=0.0024



Seroprevalence in Boise Idaho, one week in late April 2020

Total

Reported Gender
Female

Male

Unknown

Age (years}
0-19

20-29
30-39
40-49
50-59
60-69
70-79

80+

Total (%)
4856 (100%)

2631 (54.2%)})
2035 (41.9%})
190 (3.9%)})

240 (4.9%)
301 (6.2%)
831 (17.1%)
1102 (22.7%)
1142 (23.5%)
888 (18.3%)
327 (6.7%)
25 (0.5%)

Positive (%)
87 (1.8%)

42 (1.6%})
40 (2.1%)})
5(2.6%)

1(0.4%)
7 (2.3%)
13 (1.6%)
18 (1.6%)
22 (1.9%)
22 (2.5%)
3(0.9%)
1 (4%)

CRUSHTHECURYEIDAHO.COM

Additionally, of 34192 samples tested to date in routine operations at UW
Virology, 4.8% have been positive
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		Total (%)

		Positive (%)



		Total

		4856 (100%)

		87 (1.8%)



		

		

		



		Reported Gender

		

		



		Female

		2631 (54.2%)

		42 (1.6%)



		Male

		2035 (41.9%)

		40 (2.1%)



		Unknown

		190 (3.9%)

		5 (2.6%)



		

		

		



		Age (years)

		

		



		0-19

		240 (4.9%)

		1 (0.4%)



		20-29

		301 (6.2%)

		 7 (2.3%)



		30-39

		831 (17.1%)

		13 (1.6%)



		40-49

		1102 (22.7%)

		18 (1.6%)



		50-59

		1142 (23.5%)

		22 (1.9%)



		60-69

		888 (18.3%)

		22 (2.5%)



		70-79

		327 (6.7%)

		3 (0.9%)



		80+

		25 (0.5%)

		1 (4%)








Seroprevalence estimates to date

Boise, Idaho (late April): 87/4856 positive (1.8%)
Clinical testing to date: 1217 /27898 positive (4.4%)
UW Medicine patients only: 246 /4278 positive (5.8%)
Fred Hutch return to work study: 6/481 positive (1.25%)

UW Medicine employee study underway (n~18,000)

None of these are necessarily reflective of the general population of WA
state, or the distribution of COVID-19 between geographic regions or

racial /ethnic/socioeconomic subgroups



Woashington seroprevalance study

Partnership between WA state authorities, Paul G. Allen Family Foundation, and UW
Medicine

8000 participants; all will receive initial virologic (PCR) and serologic testing for
COVID-19, with followup serologies at 2 and 4 months later, and PCR testing for any
symptoms of COVID-like illness

Random address-based household sampling, supplemented by other approaches as
needed

Local sampling by study field teams in collaboration with county-level health authorities
Participating counties chosen to reflect geographic diversity of Washington

Targeted oversampling to ensure statistically robust data for ethnic and racial
subgroups (in collaboration with county, tribal, and community groups)



YA UNIVERSITY of WASHINGTON

Objectives

Primary Objectives:

* Estimate the prevalence of COVID-19 in WA State
(using qPCR and serology)

e Estimate of COVID-19 prevalence at the county-level
[within selected counties]

e Estimate the prevalence of COVID-19 in WA State

among underrepresented groups:
— Hispanic/Latina/Latino/Latinx
— American Indian/Native American
— African American

UW Medicine



YA UNIVERSITY of WASHINGTON

Objectives cont.

Secondary Objectives:

Estimation of the temporal trend for increasing
seropositivity over the study period, at the
statewide

and county levels
Examine immune factors associated with COVID-19

UW Medicine



OFM* 2019 Estimates

county rank size prop _fcum prop)|

\Washington 7546410.00|

King 1  [2226300.00 0.30 0.30
Pierce 2 888300.00( 0.12 0.41
Snohomish 3 818700.00( 0.11 0.52
Spokane 4 515250.00| 0.07 0.59
Clark 5 488500.00( 0.06 0.65
Thurston 6 285800.00| 0.04 0.69
Kitsap 7 270100.00| 0.04 0.73
Yakima 8 255950.00| 0.03 0.76
\Whatcom 9 225300.00| 0.03 0.79
Benton 10 |201800.00( 0.03 0.82
ISkagit 11 |129200.00( 0.02 0.84
kowlitz 12 |108950.00| 0.01 0.85
lgrant 13 98740.00 | 0.01 0.86
Franklin 14 94680.00 | 0.01 0.88
sland 15 84820.00 | 0.01 0.89
Lewis 16 79480.00 | 0.01 0.90
Chelan 17 78420.00 | 0.01 0.91
Clallam 18 76010.00 | 0.01 0.92
Grays

Harbor 19 74160.00 | 0.01 0.93
Mason 20 64980.00 | 0.01 0.94
Walla Walla 21 62200.00 | 0.01 0.94
Whitman 22 50130.00 | 0.01 0.95
Kittitas 23 46570.00 | 0.01 0.96
Stevens 24 45570.00 0.01 0.96
Douglas 25 42820.00 | 0.01 0.97
Okanogan 26 42730.00 | 0.01 0.97
Jefferson 27 31900.00 | 0.00 0.98
Asotin 28 22520.00 | 0.00 0.98
Klickitat 29 22430.00 | 0.00 0.98
Pacific 30 21640.00 | 0.00 0.99
Adams 31 20150.00 | 0.00 0.99
San Juan 32 17150.00 0.00 0.99
Pend Oreille 33 13740.00 [ 0.00 0.99
Skamania 34 12060.00 [ 0.00 1.00
Lincoln 35 10960.00 [ 0.00 1.00
Ferry 36 7830.00 0.00 1.00
Wahkiakum 37 4190.00 0.00 1.00
Columbia 38 4160.00 0.00 1.00
Garfield 39 2220.00 0.00 1.00

Population Size of Each WA County

Counties listed in proposal account for ~ 73%
of WA state population

*Washington State Office of Financial Management

log10_County Size

6



County selection

Am erican Indian
Reservations / Federally
Recognized

Tribal Entities

COVID-19 Serosurvey
Selected Counties

. Hotspot
. Random
. Not Selected

Va

-
. Portland

Selected counties for WA Serosurvey with tribal jurisdictions and census tract display options

Map data © OpenStreetMap contributors, CC-BY-SA | The American Indian Reservations / Federally Recognized Tribal Entities dataset was com piled using
USGS 7.5"' quadrangle maps (1:24,000), Bureaun of Census 1995 TIGER data sets (1:100.000), Bureau of Census 2000 TIGER data sets
(1:100.,000).Bureau of Census 2004 TIGER data sets (1:100,000), BIA Pacific and Alaska Regional Office coverages (1:24,000 ) and the GDSC-developed
Land Title Mapper (LTM) (1:24.,000).



Estimation of the Prevalence Under Two Sampling Strategies

Assumptions:
- Prevalence = 3.0%

- Simple random sample within each county

- N =6,000 (additional 1,000 for oversampling
would improve prevalence estimates)

- Sample size per county:
- (i) Equally sized (n = 462)
- (ii) Proportional to county size

Main conclusion:

- Proportional sampling would poorly estimate
prevalence in the smallest counties (e.g., San
Juan (n =17,150), Douglas (n = 42,820), )

The nul

Population size

of selected counties

An equal number of participants is sampled in each county (n = 462)
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Racial /ethnic disparities in COVID-19 cases

Home | Newsroom | Publications | About Us

Topics A-Z enHancep ey Google
You and Your Community and Licenses, Permits Data and Statistical E R For Public Health and
mergencies
Family Environment and Certificates Reports. g Healthcare Providers

# Emergencies > COVID-19 > Data Dashboard

COVID-19 Data Dashboard

Current Status Epidemiologic Cumulative Counts Demographics Testing COVID-like lliness Hospitalizations
2i DEMOGRAPHICS Data as of November 02, 2020 11:59PM PT
Select an Option ggr‘l‘;’li?r-r;legdi'C‘::ea:h:;::gs:;?aztz?t?ons and Deaths by Race/Ethnicity Learn
" M
Confirmed Cases A significant number of confirmed COVID-19 cases and deaths are missing race and ethnicity information, which limits the ore
conclusions that we can draw. As we work to increase completeness, these data may change significantly. v
Hospitalizations
Deaths Confirmed Cases by Race/Ethnicity
Confirmed Cases % of Cases Total WA Population (%)
Sex & Age Total Number 110,011 100%
Race/Ethnicity Unknown Race/Ethnicity (% of Total) 36,699 33% NA
Total with Race/Ethnicity Available 73,312 100% 100%
Non-Hispanic White 31,037 42% 68%
Hispanic 28,260 39% 13%
Non-Hispanic Black 4,279 6% 4%
Non-Hispanic Asian 3,693 5% 9%
Non-Hispanic Multiracial 1,901 3% 4%
Non-Hispanic Native Hawaiian or Other Pacific Islander 1,665 2% 1%
Non-Hispanic Other Race 1,322 2% NA

Non-Hispanic American Indian or Alaska Native 1,155 2% 1%



Racial /ethnic disparities in COVID-19 hospitalizations

Home | Newsroom | Publications | About Us

Topics A-Z enHancen ey Google
You and Your Community and Licenses, Permits Data and Statistical E R For Public Health and
mergencies
Family Environment and Certificates Reports. g Healthcare Providers

# Emergencies > COVID-19 > Data Dashboard

COVID-19 Data Dashboard

Current Status Epidemiologic Curves Cumulative Counts Demographics Testing COVID-like lliness Hospitalizations

2 DEMOGRAPHICS Data as of November 02, 2020 11:59PM PT

Select an Option COVID-19 in Washington State

Confirmed Cases A significant number of confirmed COVID-19 cases and deaths are missing race and ethnicity information, which limits the
— conclusions that we can draw. As we work to increase completeness, these data may change significantly.
Hospitalizations

«

Hospitalizations by Race/Ethnicity

Deaths gospitalizations % of Hospitalizations Total WA Population (%)
Sex & Age Total Number 8,675 100%
Unknown Race/Ethnicity (% of Total) 2,644 30% NA
Total with Race/Ethnicity Available 6,031 100% 100%
Non-Hispanic White 2,971 49% 68%
Hispanic 1,716 28% 13%
Non-Hispanic Asian 401 7% 9%
Non-Hispanic Black 361 6% 4%
Non-Hispanic Native Hawaiian or Other Pacific 221 4% 1%
Islander
Non-Hispanic Other Race 135 2% NA
Non-Hispanic American Indian or Alaska Native 123 2% 1%

Non-Hispanic Multiracial 103 2% 4%



Racial /ethnic disparities in COVID-19 deaths

Home | Newsroom | Publications | About Us

enHancep ey Google

You and Your Community and Licenses, Permits Data and Statistical E R For Public Health and
mergencies
Family Environment and Certificates Reports. g Healthcare Providers

# Emergencies > COVID-19 > Data Dashboard

COVID-19 Data Dashboard

Current Status Epidemiologic Cumulative Counts Demographics Testing COVID-like lliness Hospitalizations
8. DEMOGRAPHICS Data as of November 02, 2020 11:59PM PT
Select an Option COVID-19 in Washington State
Confirmed Cases, Hospitalizations and Deaths by Race/Ethnicity Learn
Confirmed Cases A significant number of confirmed COVID-19 cases and deaths are missing race and ethnicity information, which limits the o
conclusions that we can draw. As we work to increase completeness, these data may change significantly. ¥
Hospitalizations
Deaths by Race/Ethnicity
Deaths % of Deaths Total WA Population (%)
hd
Sex & Age Total Number 2400 100%

Race/Ethnicity Unknown Race/Ethnicity (% of Total) 43 2% NA

Total with Race/Ethnicity Available 2357 100% 100%

Non-Hispanic White 1615 69% 68%

Hispanic 334 14% 13%

Non-Hispanic Asian 168 7% 9%

Non-Hispanic Black 70 3% 4%

Non-Hispanic American Indian or Alaska Native 60 3% 1%

Non-Hispanic Other Race 42 2% NA

Non-Hispanic Native Hawaiian or Other Pacific Islander 40 2% 1%

Non-Hispanic Multiracial 28 1% 4%



Distribution of Races Across Washington State Counties

White Black

white

Native Hawaiian or Other

Asian Pacific Islander (NHOPI)

American Indian or
Alaskan Native (AIAN)

[\

black {\

Two or More Races

(4

NHOPI Q\ Two_Ra

0.016
0.012
0.008

0.004




YA UNIVERSITY of WASHINGTON

Local Health Jurisdictions

Public health entities can support the survey:
* Provide local context
« Engage appropriate county authorities
* Media and social media platforms
* Medical/paramedical human
resources to contribute to fieldwork under the training and
guidance of our staff
» Return of results for participants®
« Potential resources for specific response efforts
 |.e. individuals such as Washington State Service
Corps to call non-respondent households

UW Medicine



YA UNIVERSITY of WASHINGTON

Local Health Jurisdictions

e Non-selected counties and LHIJs

* Available for laboratory sub-contracts

 Selected counties

 Please send liaison contact to cheryld5@uw.edu

* Liaison to meet on survey LHJ sub-committee
* Share best practices
 Common challenges
e Technical input

* Tribal health authorities

e Letter to Tribal Chairs, Meeting with American Indian

Health Commission UW Medicine


mailto:chery